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Résumé du Projet de Stage (en 300 mots maximum, mots clés en gras)

In eukaryotic cells, asymmetrical mRNA localization and site-specific translation have emerged as universal
strategies regulating gene expression and defining the specific proteome of intracellular compartments. Based on
RNA sequencing and imaging approaches, our team has recently reported that certain mRNAs are translated at
nuclear pore complexes (NPCs), at the surface of the nucleus, in budding yeast. Strikingly, most of these mRNAs
encode NPC subunits (nucleoporins), suggesting that the formation of such large multiprotein complexes is coupled
to local translation events. To further characterize the mechanisms and impact of mRNA localization at NPCs, we
have initiated dedicated genetic and proteomic screens and identified new molecular players in this process,
including translational regulators.

The aim of the M2 internship, which could be pursued in the frame of a PhD, will be to characterize such factors
and analyze their role in regulating mRNA localization and translation at NPCs. For this purpose, the intern will
combine systematic strategies (identification of RNA-binding proteins by mass spectrometry; genetic screens),
genomic approaches (transcriptomics, ribosome profiling) and microscopy (live imaging; single molecule mRNA
detection), using the budding yeast S. cerevisiae, a powerful eukaryotic model amenable to a large panel of
experimental approaches.

The M2 internship can take place from January to June 2025 (earlier starting dates possible). For more information,
visit our lab website (https://www.ijm.fr/research-topics/palancade-lab-va/?lang=en).
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